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Introduction
The conservation of biodiversity is a complex problem strongly tight to political actions.
CITES, the Convention on International Trade in Endangered Species of Wild Fauna and
Flora, is a multilateral environmental agreement that was established in 1975 (CITES,
n.d.) and aims to monitor and regulate the trade of endangered species so that their
trade does not threaten the survival of the species in the wild (CITES, n.d.). CITES is
one of the eight main international agreements relevant to biodiversity (CBD, n.d.) and
constitutes a key tool for conservationists, scientists and policy makers.

The Speciesplus database
In 2013, the UNEP World Conservation Monitoring Centre (UNEP-WCMC) and the
CITES Secretariat initiated a partnership funded by UNEP, the European Commission
and the CITES Secretariat. Together, they created Speciesplus (or Species+), a comprehensive database of not only CITES listed species and their regulation status within
CITES but also the species’ status within the EU legislation and the species’ status within
the Convention on the Conservation of Migratory Species of Wild Animals (CMS) (UNEP,
n.d.a). Speciesplus is publicly available at https://speciesplus.net (UNEP, n.d.b).

The rcites R package
With rcites we provide an R (R Core Team, 2018) client to the Speciesplus/CITES
Checklist API, giving access to the Speciesplus database. The ability to query the Speciesplus database directly from one of the most used programming languages for data analyses
will improve the efficiency and reproducibility of biodiversity conservation analysis workflows.
We provide functions to:
1.
2.
3.
4.

access the Speciesplus taxon concept, and thereafter
get a species’ legislation status, both from CITES and from the European Union,
get a species’ country-wise distribution range, as listed in Speciesplus, and
get the references on which a Speciesplus listing is based.
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Overall information about rcites and the package vignette can be found at https:
//ropensci.github.io/rcites/. The package is available for download from CRAN (stable version; https://cran.r-project.org/package=rcites) and Github (development version;
https://github.com/ropensci/rcites).
rcites will support researchers and national authorities in more efficiently dealing with
information of endangered species and their legislation status.
Recent publications with data extraction from the Speciesplus database illustrate in what
kind of research the package may be of help (Hinsley & Roberts, 2018; Robinson &
Sinovas, 2018). In the spirit of CITES, research in regard to illegal wildlife trade may be
pointed out especially (Ingram et al., 2015; Zhou, 2015; Zhou et al., 2016).
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